For global collaborations in HUPO 11 projects have been approved as HUPO-sponsored initiatives. Two of the initiatives, HGPI and Human Kidney & Urine Proteome Project (HKUPP) are based in Japan. Dr. Naoyuki Taniguchi (Osaka University) has chaired HGPI with the late Dr. Claus-Wilhelm von der Lieth (Leader of EuroCarbo-DB, Germany), Dr. James C. Paulson (Director of Consortium Functional Glycomics, USA), Dr. Hisashi Narimastu (AIST), and Dr. Kazuyuki Nakamura with a mission of "HGPI is to define community standards for data representation in functional glycomics in relation to diseases". Dr. Taniguchi showed strong leadership for the promotion of functional glycomics by global collaborations with support of Core to Core Program of Japan Society for the Promotion of Science, Japan Consortium for Glycobiology and Glycotechnology, and the 21st Century Centre of Excellence Program in Osaka University. He was nominated to be the second President of JHUPO. HGPI has become one of the most active initiatives in HUPO, and Dr. Yoshinao Wada (Osaka Medical Center and Research Institute for Maternal and Child Health) published a paper of HGPI multi-institutional study by mass spectrometry with 26 experts (1) for the first global collaborations. HGPI has been appreciated as one of the most promising initiatives in HUPO because of its high quality of data. The activities have been taken over by a new chair Dr. Hisashi Narimatsu who is very active in the promotion of disease biomarker discovery by extensive analyses on glycogenes. Dr. Tadashi Yamamoto (Niigata University) is chairing HKUPP with Dr. Mark A. Knepper (National Institutes of Health, USA), Dr. Pierre Ronco (INSERM, France), Robyn G. Langham (University of Melbourne, Australia), and Dr. Yutaka Yoshida (Niigata University). A mission of "HKUPP is to encourage the spread of proteomic technologies in nephrology and to disseminate knowledge pertaining to the human kidney and urine proteome by providing a database for human kidney and urine proteome". They are active in the promotion of proteomics in human nephrology to establish proteome database of human kidney glomerulus, distal and proximal tubules, collecting duct, and also urine by global collaborations with Dr. Visith Thongboonkerd (Mahidol University, Thailand) and Dr. Antonia Vlahou (Academy of Athens, Greece). JHUPO plays an important role for the promotion of human proteomics in Japan by cooperating with Japanese Biochemical Society, Japanese Electrophoresis Society, Protein Science Society of Japan, Mass Spectrometry Society of Japan, Japan Society of Clinical Chemistry, Japan Society for Clinical Proteomics, Japan Society for Bioscience, Biotechnology, and Agrochemistry etc. Now 20 Council Members are serving for JHUPO with the President Dr. Kazuyuki Nakamura and the Vice President Dr. Hisashi Hirano. Dr. Hirano is active not only for research on protein PTMomics but also management of innovative proteomic research in Japan. Most recently we discussed on standing a new initiative of Formalin-fixed Paraffin-embedded (FFPE) Clinical Proteomics Initiative (Chair, Dr. Toshihide Nishimura) by global collaborations with academia, industries, and public bodies. These collaborations are essential for supporting innovative research in Japan and also for E&T of young investigators to make global experts in proteomics. JHUPO council members are active in the organization of domestic and international conferences including E&T sessions with collaborations with regional and global industries. These activities will be strong supports for hosting the World Congress of HUPO 2013 in Japan. The proposal of Japan to host HUPO 2013 has been approved by council members of JHUPO and AOHUPO.
On the basis of human genome data the construction of human proteome database is essential to develop medical bioinformatics for better understanding of life and human diseases in molecular level. Comprehensive analyses on dynamic assemblies and posttranslational modifications of proteins may be central projects for construction of the human functional proteome database. In Japan a national project, "Protein 3000", has been promoted to understand the relationship between structure and function of protein in the field of Structural Biology. This kind of research will also open a new door from Molecular Biology to Systems Biology and Atomic Biology. The "omics" will enable us to understand the systemic and dynamic flows of chemical substances in a unit of life. Technological innovations in protein separation such as electrophoresis and chromatography and in protein identification such as mass spectrometry and protein-chips will be essential for highthroughput proteomics to promote the "omics". Furthermore, innovations in techniques of molecular imaging in vivo will be necessary for understanding of dynamism of life system to develop new diagnostics and therapeutics for human diseases. § To whom correspondence should be addressed. E-mail: nakamura@yamaguchi-u.ac.jp.
